ABSTRACT
phorbol-responsive element or a TATA box in the promoter region; however, there is a potential binding site for AP-2 in the
FUTURE PROSPECTS
A vast amount of work remains to be done in this field. One of the first requirements is for X-ray diffraction crystal structures. This will permit us to see the active center, the location of the zinc atom, the origin of latency, and the mode of binding to TIMP.
More important, it will facilitate the design of inhibitors.
At present only interstitial collagenase has been crystallize#{231}l. However 
